Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.005 Å; R factor = 0.065; wR factor = 0.211; data-to-parameter ratio = 16.3.
In the title compound, C 21 H 21 NO, the dihedral angle between the naphthalene ring system and the benzene ring is 64.61 (6) . The molecular structure is stabilized by an intramolecular C-HÁ Á ÁN hydrogen bond.
Related literature
For biological properties of Schiff bases, see: Lozier et al. (1975) . For the coordination chemistry of Schiff bases, see: Kargar et al. (2009); Yeap et al. (2009) . For hydrogen-bonding motifs, see: Bernstein et al. (1995) . For a related structure, see: Vesek et al. (2012) .
Experimental
Crystal data C 21 H 21 NO M r = 303.39 Monoclinic, P2 1 =c a = 11.6011 (11) Å b = 20.457 (3) Å c = 7.4335 (7) Å = 101.303 (8) V = 1730.0 (3) Å 3 Z = 4 Mo K radiation = 0.07 mm À1 T = 296 K 0.71 Â 0.55 Â 0.36 mm
Data collection
Stoe IPDS-II diffractometer 14212 measured reflections 3403 independent reflections 1769 reflections with I > 2(I) R int = 0.055 Refinement R[F 2 > 2(F 2 )] = 0.065 wR(F 2 ) = 0.211 S = 0.94 3403 reflections 209 parameters 16 restraints H-atom parameters constrained Á max = 0.45 e Å À3 Á min = À0.31 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: X-AREA (Stoe & Cie, 2002); cell refinement: X-AREA; data reduction: X-RED32 (Stoe & Cie, 2002); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012); software used to prepare material for publication: WinGX (Farrugia, 2012).
Figure 1
The molecular structure of (I), showing the atom-numbering scheme. Displacement ellipsoids are drawn at the 30% probability. 
(E)-N-[(2-Ethoxynaphthalen-1-yl)methylidene]-2-ethylaniline
where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.45 e Å −3 Δρ min = −0.31 e Å −3 Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
